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288 


197-204 


249-252 


157-162 


285- 


Electron microscopy 

localization of tendon proteoglycans 
Electron transfer 

cytochrome c—cytochrome aa, complex 
Electrophoresis 

polypeptide phosphorylation 
B-Endorphin 

opiate activity 245-248 

ostrich (Struthio camelus) pituitary gland 245-248 
Endotoxins 

Bacillus thuringiensis 457-465 
Enzyme-catalysed rate laws 

graphical rules 829-835 
Enzymes 

allelo-, see Alleloenzymes 

chemical modification 371-379 

copper 367-370 

glyco-, see Glycoenzymes 

halogenating, see Halogenating enzymes 

iso-, see Isoenzymes 

membranous, see Membranous enzymes 

plasma-membrane, see Plasma-membrane enzymes 

polyol pathway, see Polyol-pathway enzymes 

zinc-requiring apo-, see Zinc-requiring apoenzymes 
Epidermis 

bovine snout 913-916 

keratin proteins 281-284 

unique keratin-filament subunits 
Erythrocyte 

human, see Human erythrocyte 
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809-818 


147-156 
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Erythrocyte ‘ghosts’ 
chicken sphingomyelinase 115-121 
sphingomyelin hydrolysis 115-121 


Erythrocyte membrane 
glyceraldehyde 3-phosphate dehydrogenase 837-84] 
human band-3 glycoprotein (polypeptide) 677-686, 
719-725 
protein activator of Mg?+/Ca?*-ATPase 507-513 
Escherichia coli 
pyruvate dehydrogenase mutlienzyme complex 393- 
401, 905-908 
Ester glycosides 
synthesis 857-862 
a-Ethoxyethyl group 
participation at C-1 carbonium ion site 857-862 
protecting group for carbohydrates 857-862 
Evolution 
amino acid substitution 163-172 
ribosomal ribonucleic acid 75-90 


Factor D 
active-site serine residue 863-874 
alternative pathway of human complement 
major CNBr fragments 863-874 
FAD-dependent NAD(P)H diaphorase 
inhibition by dicoumarol 429-436 
menadione reductase activity 429-436 
Fatty acid biosynthesis 
plant plastid acetyl-coenzyme A carboxylase 667- 
676 
Fatty acids 
non-esterified, see Non-esterified fatty acids 
specificity of microsomal acyltransferase 
Ferrocyanide 
titration with Japanese-lacquer-tree laccase 
Fibrinolysis 
plasmin inhibitor 
Fibroblast cultures 
a-mannosidases 
Fibroin 
silk protein 413-417 
Fibronectin 
binding to collagen 521-524 
Fluorimetric assays 
cathepsins BandH 909-912 
methylcoumarylamide substrates 
Foetal bovine serum 
putrescine oxidase and spermine oxidase 
a-Foetoprotein 
interaction with oestrogen 851-856 
Foldback deoxyribonucleic acid 
physical properties 105-113 
Fruitfly (Drosophila melanogaster) 
alcohol dehydrogenase 875-886 
ribosomal ribonucleic acid homologies 
«-L-Fucosidase 


863-874 


289-295 
367-370 
173-180 


541-543 


909-912 
197-204 


75-90 


fucosidosis-patient liver 45-51 
Fucosidosis 

liver a-L-fucosidase 45-51 
Fumarase 

deviation from Michaelis—Menten kinetics 739-765 
Galactose dehydrogenase 

deviations from Michaelis—Menten kinetics 739-765 
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B-Galactosidase 
deviations from Michaelis—Menten kinetics 
B-Galactoside-binding proteins 
ratandhumanlung 123-129 
Gastric mucins 
blood-group-I and -i antigens 
Genes 
partition of expressed and non-expressed 467-477 
ribonucleic acid (25-288) 75-90 
Glicentin 
entire sequence of glucagon 
Glucagon 
entire sequence contained by glicentin 337-343 
Glucoamylase/maltase, see Maltase/glucoamylase 
Glutamate residues 
arginine-recognition site of cyclic AMP-dependent 
protein kinase 371-379 
Glutamic acid/y-carboxyglutamic acid ratio 
mass-spectrometric method of estimation 239-243 
Glutamine synthetase 
regulation of Rhodopseudomonas capsulata nitro- 
genase A and R concentrations 273-276 
Glyceraldehyde 3-phosphate dehydrogenase 
intact-human-erythrocyte membrane 837-841 
Glycerol vic-cyclic phosphate 
rat tissues (brain, kidney and liver) 253-255 
Glycerol phosphate 
acylation in mammary gland 289-295 
Glycoenzymes 
maltase/glucoamylase 437-446 
Glycogen metabolism 
hormonal control 
Glycopeptides 
human Tamm-Horsfall glycoprotein 525-528 
Glycoproteins 
band-3, see Band-3 glycoprotein 
hydroxyproline-rich, see Hydroxyproline-rich glyco- 
proteins 
runner-bean (Phaseolus coccineus) cell wall 53-63 
Tamm-Horsfall, see Tamm—Horsfall glycoprotein 
thymus—brain antigen 403-412 
see also Proteoglycans 
Graph theory 
enzyme-catalysed rate laws 
Griseofulvin 
accumulation of protohaem ferro-lyase 
285-288 
Growth-hormone receptor, see Somatotropin receptor 


739-765 


711-718 


337-343 


371-379 


829-835 


inhibitor 


'H nuclear-magnetic-resonance spectroscopy 

cobalt (II)-Blactamase 789-795 
Haem 

conversion into modified porphyrins 
Haematenic acid 

peptide derivatives 
Haemoglobin 

adult-human 803-807 

cupric ion oxidation 803-807 
Haemoglobin sequences 

verification of minimal phylogenetic trees 
Halobacterium halobium 

bacterioruberin 261-264 
Halogenating enzymes 

marine 205-211 
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Halogenation, ring, see Ring halogenation 
Heparin 
binding of fibronectin to collagen 521-524 
Hepatocytes 
release of plasma-meimbrane enzymes by phospho- 
lipase C 277-280 
Heterogeneous nuclear ribonucleic acid 
detection of mRNA sequences 265-267 
oestrogen-stimulated rat uterus 265-267 
Histamine methyltransferase 
human skin 819-828 
kinetics 819-828 
reaction mechanism 819-828 
Human erythrocyte-membrane band-3 glycoprotein 
carbohydrate moiety 677-686 
photosensitive hydrophobic 
['*5Ijiodobenzene) 719-725 
Human erythrocyte variant Ph 
abnormal membrane sialoglycoprotein 493-500 
Human-somatotropin-binding protein 
pregnant-rabbit liver 479-492 
Hyaluronic acid-binding region 


probe (l-azido-4- 


cartilage proteoglycans 687-694 
Hydroperoxides 
cytochromec 131-140 


Hydroxyproline-rich glycoproteins 

runner-bean (Phaseolus coccineus) cell wall 53-63 
Hyphomicrobium X 

oxidized form of methanol dehydrogenase 213-219, 


221-226 
Immunoelectrophoresis 
labelled membrane proteins 31-44 
Immunoglobulin G 
chemically defined oligomers 767-774 
complement binding studies 767-774, 775-780 


di-, tri- and tetra-meric complexes 775-780 
Inhibitors 
plasma proteinase, see Plasma proteinase inhibitors 
plasmin, see Plasmin inhibitor 
Intestine 
maltase/glucoamylase 437-446 
Ionizing groups 
carboxypeptidase Y 843-849 
Isoenzymes 


diaphorases 429-436 


Japanese lacquer tree (Rhus vernicifera) 
Type-2-copper(II)-depleted laccase 361-366, 367- 
370 


Keratan sulphate 


cartilage proteoglycans 687-694 
Keratin-filament subunits 
bovine snout epidermis 913-916 


Keratin proteins 
specific quantification by radioimmunoassay 281-— 
284 
Kidney 
glycerol vic-cyclic phosphate 
microvillar-membrane proteins 
peptidases 31-44 


253-255 
31-44 
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Kinetics 
antibody binding to membrane antigens 
background-noise analysis 141—146 


1-20 


evaluation of initial rates 141-146 
graph theory 829-835 
histamine methyltransferase 819-828 


Michaelis-Menten, see Michaelis—Menten kinetics 


inactivation of f-lactamase I 797-802 
Laccase 
interrelation of copper sites 367-370 


Japanese lacquer tree 361-366, 367-370 

Type-2-copper(II)-depleted 361-366, 367-370 

Type 2 copper(II) in 330nm chromophore 361-366 
f-Lactamase, see Penicillinase 
B-Lactamase I 

kinetics of inactivation 

acid 797-802 

B-Lactamase II, cobalt (II)-, see Cobalt(II)-Z-lactamase II 
Lactate dehydrogenase 


by 6/-bromopenicillanic 


deviations from Michaelis—Menten kinetics 739-765 
Lectins 

human Tamm-Horsfall glycoprotein 525-528 

lung, see Lung lectin 
Leucoagglutinin 

Tamm-Horsfall glycoprotein 525-528 
Ligands 

binding to dihydrofolate reductase 501-506 


Link protein 
cartilage proteoglycans 
Lipoic acid residues - 
Escherichia coli pyruvate dehydrogenase multienzyme 


687-694 


complex 393-401, 905-908 

Liposomes 

sphingomyelin hydrolysis 115-121 
Liver 

cyclic AMP phosphodiesterase 381-392 

cytochrome P-450 227-237 

a-L-fucosidase 45-51 

glycerol vic-cyclic phosphate 253-255 


haem conversion to modified porphyrins 285-288 
microsomal-membrane-polypeptide phosphorylation 
147-156 
serine hydroxymethyltransferase 
zinc-thionein 329-335 
Lumiflavin—agarose 
riboflavin-binding protein 
Lung 
B-galactoside-binding proteins 
Lung lectin 
purification and properties 
Lymphocyte transformation 
Tamm-Horsfall glycoprotein 
Lysozyme antigenic sites 
distance calculation of neighbouring residues 
172 


623-636 


537-540 
123-129 
123-129 
525-528 
163- 


a,-Macroglobulin 
covalent binding of proteinases 
Maltase/glucoamylase 
detergent- and papain-solubilized 437-446 
ratintestine 437-446 


695-701 
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Mammary gland 
microsomal acyltransferase 289-295 


a-Mannosidases 


fibroblast cultures 541-543 

mannosidosis and mucolipidosis II 541-543 
Mannosidosis 

«a-mannosidases in fibroblasts 541-543 


Marine subtropical green algae (Penicillus capitatus, 
Penicillus lamourouxii and Rhipocephalus phoenix) 
bromo- and chloro-peroxidases 
Mass-spectrometric methods 
y-carboxyglutamic acid/glutamic acid ratio at specific 
sites in proteins 239-243 
Mealworm, yellow, see Yellow mealworm 
Membrane sialoglycoprotein 
abnormal 493-500 
human erythrocyte variant Ph 493-500 
Membranes 
antigens 1-20 
asymmetric labelling by radioiodination 
cytochrome oxidase 617-622 
erythrocyte, see Erythrocyte membrane 
microsomal, see Microsomal membranes 
microvillar, see Microvillar membrane 
photolabelling 31-44 
plant plastid acetyl-coenzyme A carboxylase 
676 
plasma, see Plasma membrane 
protein diffusion and cross-linking 227-237 
topology 31-44 
transport of an anionic photolabelling reagent 31-44 
Membranous enzymes : 
utilization of membranous lipid substrates 
Menadione reductase 
diaphorase 429-436 
Messenger ribonucleic acid 
sequences in heterogeneous 
tions 265-267 
1-O-Mesylate, see 1-O-methanesulphonate 
Metalloproteins 


31-44 


667- 


115-121 


nuclear RNA frac- 


superoxide dismutase 321-325 
Metallothionein 
zinc-thionein 329-335 


1-O-Methanesulphonate (mesylate) group 
displacement in a-ethoxyethyl-protected glucuronic 
acid 857-862 
Methanol dehydrogenase 
oxidized form from Hyphomicrobium X 213-219, 


221-226 
quinone prosthetic group 221-226 


Methylcoumarylamide substrates 
cathepsins BandH 909-912 
5'-Methylthioadenosine 


effect on polyamine synthases 419-428 
Mevalonate 
retention of 4-pro-R H atom at C-2,2' of bacterio- 
ruberin 261-264 
Mg?+-dependent, Ca?+-stimulated adenosine _ triphos: 
phatase 


erythrocyte membrane 507-513 

protein activator distinct from calmodulin 507-513 
Michaelis—Menten kinetics 

deviations 739-765 
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Micrococcal nuclease 
digestion of mouse 
chromatin 353-360 
subnuclear fractionation 467-477 
Microsomal fraction 
acyltransferases 289-295 
Microsomal membranes 
cytochrome P-450 227-237 
polypeptide phosphorylation 
Microsomal mono-oxygenases 
molecular organization 227-237 
Microsomes, see Microsomal fraction 
Microvillar membrane 
proteins 31-44 
Minimal phylogenetic trees 
techniques for verification illustrated with haemo- 
globin sequences 65-74 
Mitochondria 
bovine heart cytochrome oxidase 


submandibular-salivary-gland 


147-156 


617-622 


superoxide dismutase 321-325 
Mixed valence state 

cytochrome oxidase 617-622 
Molecular-orbital studies 

antifolate drugs 533-536 


Molluscan troponins 


stoichiometry and location in myofibril 447-456 
Mucins 

gastric, see Gastric mucins 
Mucolipidosis II 

a-mannosidases in fibroblasts 541-543 


Multienzyme complexes 
pyruvate dehydrogenase, see Pyruvate dehydrogenase 
multienzyme complex 
Muscle 
skeletal, see Skeletal muscle 
Myeloma protein M-603 


phosphocholine-combining site 661-666 
Myofibrils 
troponin I- and C-like proteins 447-456 


NADP(H), see Nicotinamide—adenine dinucleotide phos- 
phate (reduced) 
NAD(P)H diaphorase 
FAD-dependent, see FAD-dependent NAD(P)H dia- 
phorase 
Nearest-neighbour analysis 
protein binding site 163-172 
superoxide dismutase 321-325 
Neurospora crassa 
25-28S-ribonucleic acid genes 75-90 
Nicotinamide—adenine dinucleotide phosphate (reduced) 
binding to dihydrofolate reductase _ 501-506 
Nitrogenases A and R 
Rhodopseudomonas capsulata 273-276 
Non-esterified fatty acids 
serum competitor of oestrogen—«,-foetoprotein inter- 
actions 851-856 
Nuclear deoxyribonucleic acid 
sequence organization in slime mould 
slime mould (Physarum polycephalum) 
Nuclear-magnetic-resonance spectroscopy 
'H, see 'H nuclear-magnetic-resonance spectroscopy 


105-113 
105-113 
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Nucleases 
micrococcal, see Micrococcal nuclease 
probes 467-477 
Nuclei 
different transcriptional activities 
5’-Nucleotidase 
release by phospholipase C 277-280 


467-477 


Oestrogen 

interaction with rat @,-foetoprotein 851-856 

stimulation of rat uterus 265-267 
Oligomerization 

rabbit immunoglobulinG 767-774, 775—780 
Opiate activity 

B-endorphin from ostrich pituitary gland 245-248 
Osteoarthritis 

human cartilage proteoglycans 
Ostrich (Struthio camelus) 

pituitary-gland f-endorphin 245-248 
Oxidation 

adult-human haemoglobin 803-807 
N-Oxidation 

4-chloroaniline 893-903 
Oxygen, singlet, see Singlet oxygen 


781-787 


Palmitoyl-coenzyme A hydrolase 

rat submaxillary gland 269-272 

substrate stabilization of activity 269-272 
Papain 


maltase/glucoamylase solubilization 437-446 
Penicillinase 

conformative response 529-532 

cross-linking 529-532 

substrate-induced derivatives 529-532 


see also B-Lactamase 
Penicillus capitatus, see Marine subtropical green algae 
Penicillus lamourouxii, see Marine subtropical green 
algae 
Pepsin 
modification of methionine-290 residue 
Peptidases 
kidney 31-44 
Peptides 
fragmentation 515-519 
glyco-, see Glycopeptides 
Peroxidase 
deviations from Michaelis—Menten kinetics 
Persea americana, see Avocado 
Ph, see Human erythrocyte variant Ph 
Phaseolus coccineus, see Runner bean 
Phosphatase, acid, see Acid phosphatase 
Phosphatase, alkaline, see Alkaline phosphatase 
Phosphatidylinositol-specific phospholipase C 
selective release of plasma-membrane enzymes 
280 
Phosphocholine-combining site 
myeloma protein M-603 661-666 
surface-simulation synthesis 661—666 
Phospholipase C, phosphatidylinositol-specific, see. Phos- 
phatidylinositol-specific phospholipase C 
Phosphorylation 
liver microsomal-membrane polypeptides 
proteins 371-379 
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739-765 
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Photolysis human erythrocyte membranes 507-513 Ra 
3,5-di[!*5I]iodo-4-azidobenzenesulphonate 31-44 Mg?*-dependent, Ca?*-stimulated ATPase 507-513 ‘ 
Photosensitive hydrophobic probe (1l-azido-4-['**Iliodo- Protein binding sites , ‘ 
benzene) amino acid substitution 163-172 
labelling of human erythrocyte band-3 polypep- Protein inhibitors Rec 
tide 719-725 wheat, see Wheat (Triticum) protein inhibitors 5 
Phycobilin chromophores Protein kinase Rhi 
algal biliproteins 303-309, 311-320 cyclic AMP-dependent, see Adenosine 3’ :5’-cyclic 
Phycocyanin monophosphate-dependent protein kinase Rho 
R-, C- andcryptomonad 303-309, 31i—320 Protein modification | a 
Phycocyanobilin a-bromo-4-amino-3-nitroacetophenone 345-352 ' Rhu 
algal 303-309 Proteinases Ribc 
apoprotein linkages 311-320 covalent binding to a,-macroglobulin 695-701 pI 
Phycoerythrin Proteins ) Ribo 
R-, B- and C- 303-309, 311-320 bili-, see Algal biliproteins ' he 
Phycoerythrobilin blue-copper, see Blue-copper proteins 
algal 303-309 Ca?+-binding, see Ca**-binding proteins ' me 
apoprotein linkages 311-320 y-carboxyglutamic acid/glutamic acid ratio at specific rib 
Phycourobilin sites 239-243 - Ribo 
algal 303-309 crystal-forming, see Crystal-forming proteins co 
Phylogenetic trees, minimal, see Minimal phylogenetic B-galactoside-binding, see f-Galactoside-binding pro- 
trees teins Ribo 
Physarum polycephalum, see Slime mould human-somatotropin-binding, see Human-somato- cle 
Phytohaemagglutinin tropin-binding protein 479-492 
Tamm-Horsfall glycoprotein 525-528 keratin, see Keratin proteins | ev 
Pituitary gland kidney microvillar membrane 31—44 Ring 
B-endorphin opiate activity 245-248 link, see Link protein 4-c 
Plasma membrane metallo-, see Metalloproteins Runn 
cyclic AMP phosphodiesterase 381-392 myeloma, M-603, see Myeloma protein M-603 f cell 
maltase/glucoamylase 437-446 phosphorylation and dephosphorylation 371-379 | 
Plasma-membrane enzymes riboflavin-binding, see Riboflavin-binding protein 
rat hepatocytes 277-280 ; silk, see Silk protein 
selective release by phosphatidylinositol-specific phos- tetrameric, see Tetrameric proteins Sacch 
pholipaseC 277-280 troponin C-like, see Troponin C-like protein Saliva 
Plasma proteinase inhibitors troponin I-like, see Troponin I-like protein subt 
non-identity with a new fast-acting plasmin inhibi- Proteoglycans Sarcoy 
tor 173-180 bovine cornea, see Bovine cornea proteoglycans [ skel 
Plasmin inhibitor cartilage, see Cartilage proteoglycans Scalloy 
human platelets 173-180 interaction with collagen 887-891 Seconc 
non-identity with known plasma proteinase inhibi- localization intendon 887-891 stere 
tors 173-180 see also Glycoproteins Sequen 
Plastids Prothrombin, bovine, see Bovine prothrombin j solid 
acetyl-coenzyme A carboxylase 667-676 Protohaem ferro-lyase \ Sericin 
Platelets inhibition by modified porphyrin 285-288 i silk 
new fast-acting plasmin inhibitor 173-180 Proton magnetic resonance, see 'H nuclear magnetic | Serine « 
Polyamines resonance f com 
foetal bovine serum 197-204 Pseudomonas C12B Serine | 
inhibition of synthesis 419-428 inducible S3 secondary alkylsulphohydrolase 18!- inhib 
Polyol-pathway enzymes 196 monk 
human brain 21-30 Putrescine oxidase if purifi 
Polypeptides foetal bovine serum 197-204 } log 
band-3, see Human erythrocyte-membrane band-3 Pyruvate dehydrogenase multienzyme complex Serum 
polypeptide amino acid sequence around lipoic acid residues } comp 
liver microsomal-membrane, see Liver microsomal- 905-908 j act 
membrane polypeptides Escherichia coli 393-401, 905-908 foetal 
Porphyrins role of lipoic acid residues 393-401 ribofle 
drug-induced conversion of liver haem 285-288 Sialogly. 
Probes memb 
nucleases 467-477 a structure Silk prot 
TA : oe etrameric proteins 297-302 ‘ : 
photosensitive hydrophobic, see Photosensitive hydro- Quinone prostheti a isolatic 
hobic probe P rer Silkworn 
P P methanol dehydrogenase 221-226 : 
Proglucagon _ Silk pr 
glicentin 337-343 Singlet 03 
Protein activator Radioactive assay cytoch 


distinct from calmodulin 507-513 specific for spermidine oxidase 197-204 1980 Vol. 187 





cific 


pro- 


nato- 


19 


agnetic 


181- 


residues 


1980 





i 


een ee 


—- 


—— 


—_ oe 


ee 


INDEX OF SUBJECTS 


Radioimmunoassay 
cartilage proteoglycans 687-694 
specific quantification of mouse and human keratin 
proteins 281-284 
Receptors 
somatotropin, see Somatotropin receptor 
Rhipocephalus phoenix, see Marine subtropical green 
algae 
Rhodopseudomonas capsulata 
nitrogenase AandR 273-276 
Rhus vernicifera, see Japanese lacquer tree 
Riboflavin-binding protein 
pregnant-rat serum 537-540 
Ribonucleic acid 
heterogeneous nuclear, see Heterogeneous nuclear 
ribonucleic acid 
messenger, see Messenger ribonucleic acid 
ribosomal, see Ribosomal ribonucleic acid 
Ribonucleic acid (25-28 S) genes 
common sequences in South African clawed toad 
(Xenopus laevis) and Neurospora crassa ‘15-90 
Ribosomal ribonucleic acid 
cloning of conserved sequences in bacteriophage A 
75-90 
evolution 75-90 
Ring halogenation 
4-chloroaniline 893-903 
Runner bean (Phaseolus coccineus) 
cell-wall glycoproteins 53-63 


Saccharomyces cerevisiae, see Baker’s yeast 
Salivary gland 
submandibular, see Submandibular salivary gland 
Sarcoplasmic reticulum 
skeletal, see Skeleta! sarcoplasmic reticulum 
Scallop, bay see Bay scallop 
Secondary alcohols 
stereospecificity of alcohol dehydrogenase 703-709 
Sequencing 
solid-phase micro-, see Solid-phase microsequencing 
Sericin 
silk protein 413-417 
Serine esterase 
complement-system factor D 863-874 
Serine hydroxymethyltransferase 
inhibition by Cibacron Blue3G-A 249-252 
monkey liver 249-252, 623-636 
purification and physicochemical, kinetic and immuno- 


logical properties 623-636 
Serum ~ 
competitor of oestrogen-rat a,-foetoprotein inter- 
actions 851-856 


foetal bovine, see Foetal bovine serum 

riboflavin-binding protein 537-540 
Sialoglycoprotein 

membrane, see Membrane sialoglycoprotein 
Silk proteins 

isolation of smallest component 413-417 
Silkworm (Bombyx mori) 

silk protein 413-417 
Singlet oxygen 

cytochrome c chemiluminescence 
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Skeletal muscle 
cyclic AMP-dependent protein kinase 371-379 
Skeletal sarcoplasmic reticulum 
Ca’+-transporting ATPase 545-563, 565-575, 577— 
589, 591-616 
Skin 
histamine methyltransferase 819-828 
Slime mould (Physarum polycephalum) 
nuclear-DNA sequence organization 
Solid-phase microsequencing 
peptide fragmentation 515-519 
Solvent isotope effects 
carboxypeptidase Y 843-849 
Somatotropin, human, see Human somatotropin 
Somatotropin receptor 
pregnant-rabbit liver 479-492 
South African clawed toad (Xenopus laevis) 
conserved rRNA sequences cloned in bacteriophage A 
75-90 


105-113 


25-28S-RNA genes 75-90 
Spermidine oxidase 
foetal bovine serum 197-204 


Spermidine synthase 
inhibition 419-428 
Spermine oxidase 


specific radioactive assay 197-204 

Spermine synthase 

inhibition 419-428 

Sphingomyelin 

hydrolysis in erythrocyte ‘ghosts’ and _lipo- 
somes 115-121 

Sphingomyelinase 


chicken erythrocyte ‘ghosts’ 115-121 
Spinach (Spinacia oleracea) 
chloroplast acetyl-coenzyme A carboxylase 667-676 


Spinacia oleracea, see Spinach 


Stereospecificity 
alcohol dehydrogenase 703-709 
Stopped-flow studies 
Cu?* oxidation of adult-human haemoglobin 803- 
807 


Struthio camelus, see Ostrich 
Subcomponent C lq, see Complement subcomponent Clq 
Submandibular salivary gland 
chromatin digestion by micrococcal nuclease 353- 
360 
Submaxillary gland 
palmitoyl-CoA hydrolase 269-272 
Subnuclear fractionation 
micrococcal-nuclease treatment 467-477 
Substrate analogues 


binding to uricase 727-732 
Substrate protection 

kinetics 797-802 
Sulphatase 

Pseudomonas C12B_ 181-196 


Superoxide dismutase 
Neurospora crassa 321-325 

Surfactant-degrading bacteria 
Pseudomonas C12B_ 181-196 


Tamm-Horsfall glycoprotein 
glycopeptide 525-528 
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Tendon 

localization of proteoglycans 887-891 
Tenebrio molitor L. larva, see Yellow mealworm 
Tetrahydrofolate 

serine hydroxymethyltransferase 623-636 
Tetrahydrofolate-binding domain 

serine hydroxymethyltransferase 249-252 
Tetrameric proteins 

quaternary structure 297-302 

right- and left-handed symmetry 297-302 
NNN'N'-Tetramethyl-p-phenylenediamine 

cytochrome c reduction 809-818 
Tetrapyrroles 

algal-biliprotein chromophores 303-309, 311—320 
Thermodynamics 

binding of substrate analogues to uricase 727-732 
Thermolysin 

zinc-thionein 329-335 
Thy-1 antigen 

membranes 1-20 

thymus-brain antigen 403-412 
Thymus-brain antigen 

analogy to Thy-1 antigen 403-412 

human brain 403-412 
Toad, South African clawed, see South African clawed 

toad ( Xenopus laevis) 

Transcriptional activities 

subnuclear fractionation of nuclei 467-477 
Transport 

membrane, see Membranes, transport 
Trees, minimal phylogenetic, see Minimal phylogenetic 

trees , 

Triticum, see Wheat 
Troponin C-like protein 

bay scallop 447-456 
Troponin I-like protein 

bay scallop 447-456 
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heterogeneous nuclear RNA fractions 265-267 


Wheat (Triticum) protein inhibitors 
interaction with yellow-mealworm «a-amylase 637- 
645 


Xanthine oxidation 
deviations from Michaelis—Menten kinetics 739-765 
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Yeast, baker’s (Saccharomyces cerevisiae), see Baker's 
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Yellow mealworm (Tenebrio molitor L. larva) 
a-amylase 637-645 


Zinc(II)-f-lactamase II 

comparison with cobalt(II)-f-lactamase II 789-795 
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re-activation by zinc-thionein 329-335 
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